
2D 15N HSQC spectrum 

1H (ppm) 

15N (ppm) 

- Selection of 1H bound to 15N  

(covalent H-N bond) 

-  Chemical shift evolution 1H and 15N 
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NMR spectrum and 
protein folding 

1D	1H	NMR	spectra	with	H2O	presatura5on	
of	representa5ve	NESG	targets	obtained	
with	a	1.7-mm	micro	NMR	cryoprobe	at	20°C	
with	corresponding	NESG	target	IDs.	A	
HR3159A	spectrum	scores	as	“poor”	on	
account	of	broad	poorly	dispersed	
resonances.	B	LmR69A	spectrum	scores	
“unfolded”	due	to	sharp	and	poorly	
dispersed	peaks	in	all	regions.	C	EwR71A	
spectrum	scores	as	“promising”	with	the	
presence	of	upfield-shiTed	methyl	peaks	but	
crowding	of	the	amide	region	(7–9	ppm),	
and	rela5vely	broad	peaks.	D	NsR431C	
spectrum	scores	“good”	with	sharp	uniform	
intensity	and	upfield-shiTed	methyls	
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2D 15N HSQC spectra 



Following	a	binding	event	to	extract	Kd	



Following	a	binding	event	to	extract	Kd	



2D 13C-13C or 13C-15N correlation spectrum 












